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ANALYTES
Ion mobility spectrometry 
coupled to a mulƟ -capillary column 
(MCC/IMS) was introduced for medical ap-
plicaƟ ons including intensive care and point of care 
to detect signals related to bacteria, cancer, diseases, in-
fl ammaƟ on, pharmaceuƟ cals etc.
Not only the analyƟ cal quesƟ ons such as sampling, sample int-
roducƟ on and operaƟ on are gaining signifi cance, but also various 
data mining operaƟ ons are aƩ aining increased importance. The pa-
rallel evaluaƟ on of some hundreds of peaks characterized by po-
siƟ on, volume, and consideraƟ on of monomers, dimers and 
trimers, and searching in databases with thousands of data 
from paƟ ents needs standardizaƟ on and eﬃ  cient data 
mining procedures. ValidaƟ on of analytes e.g. 
using parallel GC/MSD measurements 
makes the situaƟ on more com-
plicated. 
es in exhaled breath)(volaƟ le metabolit
Actually, two diﬀ erent 
soŌ ware packages were develo-
ped with respect to visualizaƟ on of IMS-
Chromatograms and including peak idenƟ fi -
caƟ on, referencing and classifi caƟ on with respect 
to large scale applicaƟ ons. The soŌ ware package 
IPHEX (by A. Bunkowski, Bielefeld, Germany) focuses on 
handling of data and supports manual search for peaks 
and relaƟ ons to classes of diseases including bar charts 
and box-and-wisker plots. On the other hand, VisualNow 
(by B. Bödeker, B&S AnalyƟ k, Dortmund, Germany) 
focuses on automaƟ c large scale scanning of IMS-
Chromatograms and includes preparaƟ on of re-
ports based on rank sum, box-and-wisker 
plots and probability densiƟ es of re-
levance.
